Supplementary Figure 5;

PCR sequence analysis of phzS and hmgA in three

independent red pigmented isolates and three independent brown pigmented

isolates.
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ATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGCGGCCTCAGCTGCGCC

CTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGCAGCAGCGAGATA
CTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGCAGCAGCGAGATA
CTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGCAGCAGCGAGATA

KA A KA A KA AR A A A R KA AR A AR A IR A AR A A I A A I AR I AR I AR A A A A A A A A A AR A, kK

CGCC-CCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGCCCTCGCCGAACT
CGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGCCCTCGCCGAACT
CGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGCCCTCGCCGAACT

KA K A A AR A AR A R A IR A A IR A IR A A I A AT A A I AR I AR AR A A A A A A A A A A A, XK

GGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCTGCGCTACATCGA
GGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCTGCGCTACATCGA
GGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCTGCGCTACATCGA

KA A KA AR A AR A AR A AR AR AR A IR A IR A I A A I A A I AR I AR A Ak A A kA A kA A kA A A A,k K

CCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCGGCAACGCCTATCC
CCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCGGCAACGCCTATCC
CCAGAGCGGCGCCACGGTATGCTCCGAGCCGCGCGGGGTGGAAGCCGGCAACGCCTATCC

KA kKA AIARIA AR AR hAhhkAkh AhhAAhhAhAkhAhhhAhkhhhkhkh bk khAr b hA b hAr b hAk A ik Ak hk

GCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCGCGGTGCGCGAGCG
GCAGTACTCGATCCATCGCGGCGATCTGCAGATGATCCTGCTCGCCGCGGTGCGCGAGCG
GCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCGCGGTGCGCGAGCG

KA AR AA KA A IA AR A R hkAhhkAhhdhKh dhhkkdhhkhhhkhkhhkhkhkhhkhkhhhkdr bk dA bk xAk bk ik ik ik

TCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGAAGAGCGCGALCGG
TCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGAAAAGCGCGALCGG
TCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGAAGAGCGCGALCGG

KK AAKAKRKA AR A AR A AR A AR A AR A AR A AR A AR AR A A A Ak A A kA hA kA hhkk kx kA kA Ak kkhKh %k

CCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGCTCGGTGCCGATGT
CCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGCTCGGTGCCGATGT
CCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGCTCGGTGCCGATGT

R A b I I I b b S b S S e S S I S b I S b S b ISP b S S S S S S S b I A b S A b S S b S S b S Sb S db 4

GCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCATCCCGACCAGGG
GCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCATCCCGACCAGGG
GCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCATCCCGACCAGGG

R A I I b S b S db S S e S S S b I S b b S b I Ib I S e S S S SR e S b S A Sb b S b b S b S db b S Sb S Ib b4

GCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGTTCGACCGCTTCCT
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Red isolate 2
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CTCGGAGCCGGGCCGTAGGGCGAATAACGCCACCGGCGTTATCCGCCGCTGCGCCGALCGT
CTCGGAGCCGGGCCGTAGGGCGAATAACGCCACCGGCGTTATCCGCCGCTGCGCCGALCGT

TTCATCGCGGTAGACGGTCATCCGCCCCAGCCGAACACCCATCGATTCGAACACTCGAGA
TTCATCGCGGTAGACGGTCATCCGCCCCAGCCGAACACCCATCGATTCGAACACTCGAGA

————————————— ATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGCGG
AAAGGAAGCACCCATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGLGG
AAAGGAAGCACCCATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGLGG

R R R A A R dh g R S I R S b e A db i dh S dh S I dh SR S S SR S S SR S S SR S A SR S S SR S A b g 4

CCTCAGCTGCGCCCTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAG
CCTCAGCTGCGCCCTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAG
CCTCAGCTGCGCCCTGGCCCTGCACCAGGCCCGCATCGGCAAGGTCACGCTGCTGGAAAG

KAAKAAKAAA KA AR KA R KA R KAAIAARAA I AAKXA Ak hhhAhhhA bk hAh b dA b hA b hAk Ak Ak hk

CAGCAGCGAGATACGCCC-CCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGG
CAGCAGCGAGATACGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGG
CAGCAGCGAGATACGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGG

KAAKAAIARIA AR KA R I AR AhAAIAA I A A I AR I AR I AR I AR A I A I A A A A AR A A XA AKX A

CCCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGC
CCCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGC
CCCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGC

R e d i S b S db I dh b A b B S S B S S S R S I R S b e S b e S b e S b B A SR S b R S S R S I R S S R S 2 b 4

TGCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCG
TGCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCG
TGCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCG

KK A KRKA AR A AL AR A AR A AR A AR A A A A A A AR A A I A A A A Ak A A kA Ak A Ak A Ak A A Ak K

GCAACGCCTATCCGCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCG
GCAACGCCTATCCGCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCG
GCAACGCCTATCCGCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCG

R A b I I I b b S b S S e S S I S b I S b S b ISP b S S S S S S S b I A b S A b S S b S S b S Sb S db 4

CGGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCG
CGGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCG
CGGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCG

R A b I I I b b S b S S e S S I S b I S b S b ISP b S S S S S S S b I A b S A b S S b S S b S Sb S db 4

AAGAGCGCGACGGCCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGL
AAGAGCGCGACGGCCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGL
AAGAGCGCGACGGCCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGCGL

R I I b I b S b S S I S b S b I S b b S b I Ib S S e S b S S e S b S S Sb b S b b S b b db b b Sb S Ib b4

TCGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGC
TCGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGC
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TCGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGC

ER I SR R S S b S b b S b b S S e S Sb A Sb b b Sh b b Sb b S Sb b b 2b b S Sb b S SE b S S S SE S b S Sb b e Sb R S 2b e S b 4

ATCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGT
ATCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGT
ATCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGT

khkhkkhkkhkkhkkhkkhkhkhkhkkhhkhhhhkhhkhhhhhhhhhhhhhhkhhhhhhkhhhkhkhhkhkhkhkhkhkhkhkhkhrkrrkkxx

TCGACCGCTTCCTCGACGGCAAGACCATGATCGTCGCCAACGACGAGCACTGGTCGCGCC
TCGACCGCTTCCTCGACGGCAAGACCATGATCGTCGCCAACGACGAGCACTGGTCGCGCC

TCGACCGCTTCCTCGACGGCAAGACCTTGATCGTCGCCAACGACGAGCACTGGTCGCGCC
Kok kK ok kK k ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok ok k ok ok ok ok ok ok ok ok ok ok ok ok ok k kK ok ok ok k ok ok ok ok ok ok ok ok ok ok k

TGGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGG
TGGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGG
TGGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGG

KA A KA A KA AR A A A IR AR A AR AR A AR A A I A A I AR I AR AR A A A A A A A A A AR A, kK

TGTGCATGGTGCCGAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCA
TGTGCATGGTGCCAAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCA
TGTGCATGGTGCCAAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCA

KAAKAAKAAR KA XK dAhk A I A A AA IR A A I A AT AR I AR I AR AR A AR A A A A A A A AR A, XK

ACGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACA
ACGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACA
ACGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACA

KA A KA AR A AR A AR A R A IR A A I A AR A A I A AT AR I AR I AR AR A A A A A A A A A A A, XK

TCCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCGATC
TCCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCG———
TCCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCG———

KA AKKA AR A AN A AN A AR A AR A IR A I A AR A AR A A I AR AR A Ak Ak A A A A A A A,k K

Red isolate 3
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———————————— ATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGCGGC
AAGGAAGCACCCATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGCGGC
AAGGAAGCACCCATGAGCGAACCCATCGATATCCTCATTGCCGGCGCCGGCATCGGCGGL

R R e S i S b e S b S b e S b I S b S dh I h d SR S I b B A b S S R S S b S S b S S b S i

CTCAGCTGCGCCCTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGC
CTCAGCTGCGCCCTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGC
CTCAGCTGCGCCCTGGCCCTGCACCAGGCCGGCATCGGCAAGGTCACGCTGCTGGAAAGC

R S I I I b e S b S S I S 2 I S b I S I S b S Ib b S I e S S S S e S b A db b S b b S b S S b S db S db 4

AGCAGCGAGATACGCCC-CCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGC
AGCAGCGAGATACGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGC
AGCAGCGAGATACGCCCCCCTTGGCGTCGGCATCAATATCCAGCCGGCGGCGGTCGAGGC

KAKAAKAKNRKAAAARAARh A KA A AA AR AR A AR A A A A A A A A kA A kA A kA A kA A Ak kA hk

CCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCT
CCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCT
CCTCGCCGAACTGGGCCTCGGCCCGGCGCTGGCAGCCACCGCCATCCCCACCCATGAGCT

R R R I I b I b S b S S e S S S b S b b S b S S b S S S S b S SE S b S S Sb S b S Ib S db b S b S S g 4

GCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCGG
GCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCGG
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hmgA

GCGCTACATCGACCAGAGCGGCGCCACGGTATGGTCCGAGCCGCGCGGGGTGGAAGCCGG

R SR R S db b S b b S b b S S e S b e Sb b S Sh b I Sb b S Sb b b Sb b S Sb b S Sb b S S S SE S b b Sb b S Sb db b db b S Sb 2b S

CAACGCCTATCCGCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCGC
CAACGCCTATCCGCAGTACTCGATCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCGC
CAACGCCTATCCGCAGTACTCGTTCCATCGCGGCGAACTGCAGATGATCCTGCTCGCCGC

khkhkkhkkhkkhkkhkkhkkhkhkhkkhkhkhkhkkhkkhkkhkhkhkhkh dhhhkhhhhhhhhhhhhhhkhhkhkhhrhhkrkrkhrkhrkrrrrrxx

GGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGA
GGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGA
GGTGCGCGAGCGTCTCGGCCAACAGGCGGTACGCACCGGTCTCGGCGTGGAGCGCATCGA

khkkhkkhkkhkhkkhkhkhkhkhkhkhkhkhkhkhhhhkhkhhhhhhhhhhhhhhhhkhhhkhhhkhhhhhhhkhhhkhrkkkkkx*x

AGAGCGCGACGGCCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGLGLT
AGAGCGCGACGGCCGCGTACTGACCGGCGCCCGCGACGGACACGGCAAGCCCCTGGLGLT
AGAGCGCGACGGCCGCGTACTGATCGGCGCCCGCGACGGACACGGCAAGCCCCTGGLGLT

KAAKRAA KA XK A R I AR KA ARIAARAA KA I A A I AA I AR I AR I AR A I A AR A AR A AR A A KA, KA

CGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCA
CGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCA
CGGTGCCGATGTGCTGGTCGGCGCCGACGGCATCCATTCGGCGGTCCGCGCGCACCTGCA

KA A KA AR A AR A AR A R A IR A A I A AR A A I A AT AR I AR I AR AR A A A A A A A A A A A, XK

TCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGTT
TCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGTT
TCCCGACCAGGGGCCGCTGTCCCACGGTGGGATCACCATGTGGCGCGGCGTCACCGAGTT

KA A KA AR A AR A AR A RN A IR A A I A AR A A I A AT AR I AR I AR A A A A A A A A hA Ak Ak Ak ko k

CGACCGCTTCCTCGACGGCAAGACCATGATCGTCGCCAACGACGAGCACTGGTCGCGCCT
CGACCGCTTCCTCGACGGCAAGACCATGATCGTCGCCAACGACGAGCACTGGTCGCGCCT
CGACCGCTTCCTCGACGGCAAGACCATGATCGTCGCCAACGACGAGCACTGGTCGCGCCT

KA A KA AR A AR A AR A AR AR AR A IR A IR A I A A I A A I AR I AR A Ak A A kA A kA A kA A A A,k K

GGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGGT
GGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGGT
GGTCGCCTATCCGATCTCGGCGCGCCACGCGGCCGAAGGCAAGTCGCTGGTGAACTGGGT

KK AR KA KR A AR A AR A AR A AR A AR A A A A I A A I A A I A A A A A Ak A A kA A kA A kA A A A A Ak K

GTGCATGGTGCCGAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCAA
GTGCATGGTGCCGAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCAA
GTGCATGGTGCCAAGCGCCGCCGTCGGCCAGCTCGACAACGAGGCCGACTGGAACCGCAA

KAKAAKAKAKAAKA KR KA A A A AAIAAA AR AR A A A I AR A A A A A A kA A kA A kA A A A A ARk h Kk,

CGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACAT
CGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACAT
CGGACGCCTGGAAGACGTGTTGCCGTTCTTCGCCGACTGGGACCTGGGCTGGTTCGACAT

KK A AR AR KA R A AR A AR A AR A AR A AR A AR A AR AR A A A A A kA A kA A kA A kA A kA Ak Ak Ak Kk,

CCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCGATCC
CCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCAAT -~
CCGCGACCTGCTGACCCGCAACCAGTTGATCCTGCAGTACCCGATGGTCGACCGCAAT -~

KK AAKRAAKA AR A AR A AR A AR A AR A AR A AR AR A A A A Ak Ak Ak kA Ak kA Ak kA kA kA khhkk* *%
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PAl4

PAl4

GCTGCCCCACTCCCCGGAGGCCTCAGATGAACCTCGACTCCACTGCCCTCGCCTATCAAT
—————————————————————————— ATGAACCTCGACTCCACTGCCCTCGCCTATCAAT

CGGGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGA
CGGGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGA

ACTCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCA
ACTCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCA

CCATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGC
CCATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGC

ATCCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCC
ATCCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCC

CCAACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGACG
CCAACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGACG

GCCTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACC
GCCTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACC

AGTACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGC
AGTACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGC
————————————————————————————————————————————— ACGGCGAACTGCTGC

khkkhkkhkkhkhkkhkkhkhkkhkkhhk*k

TGGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAAC
TGGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAAC
TGGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAAC

R S I I I b e S b S S I S 2 I S b I S I S b S Ib b S I e S S S S e S b A db b S b b S b S S b S db S db 4

CGCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCG
CGCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCG
CGCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCG

KK AR KA KR KA KR A AR A AR A AR A AR A AR AR A AR A A A A A A kA A kA A kA A kA A kA Ak Ak kA hk

AGGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGLC
AGGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGLC
AGGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGLC

R A e I I b I b S b e S S e S b S b I S b b S b I Ib S S e S S S b e S S S S Sb b S db b S b S db b b Sb S Ib b4

CGATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCCCCCGGTGGCGCGCTAC
CGATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCC-CCGGTGGCGCGCTAC
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PAl4

CGATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCC-CCGGTGGCGCGCTAC

KAk kA kA h kA hhhAhhkhAhhkhkhhkhhhkhhhAhhhrhhhhhkhkhhrhkhhhhhdkkh |,hrkhhrk r,khrkkx%

GAAGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGC
GAAGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGC
GAAGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGC

khkhkkhkkhkkhkkhkkhkhkhkhkkhhkhhhhkhhkhhhhhhhhhhhhhhkhhhhhhkhhhkhkhhkhkhkhkhkhkhkhkhkhrkrrkkxx

GAGCTTGACCACTCGCCGCTTGGACG— === === === === - == ————m oo
GAGCTTGACCACTCGCCGCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAG

GAGCTTGACCACTCGCCGCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAG
kokkhkkkkkkhkhkkkkkkhkhkxk *

TACGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCG
TACGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCG

ATCTTCACCGTGCTGACCTCCC-CCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGT
ATCTTCACCGTGCTGACCTCCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGT

GATCTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGTTCCACCG
GATCTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGCTCCACCG

CAACCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGCGG
CAACCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGCGG

CTTCGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGA
CTTCGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGA

AAGCTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGC
AAGCTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGC

CTTCATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGLCLCGGL
CTTCATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGLCLCGGL

CCTGCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACG
CCTGCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACG

———————————————————————————————— 806
GAGATAA————————————————————————— 1299
GAGATAACCCCATGAACCAGCCAACCCCCACT 886
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Brown isolate 2

PAl4

————————————————————————— ATGAACCTCGACTCCACTGCCCTCGCCTATCAATC
CTGCCCCACTCCCCGGAGGCCTCAGATGAACCTCGACTCCACTGCCCTCGCCTATCAATC

GGGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGAA
GGGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGAA

CTCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCAC
CTCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCAC

CATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGCA
CATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGCA

TCCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCCC
TCCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCCC

CAACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGALCGG
CAACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGALCGG

CCTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACCA
CCTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACCA

———————————————————————————————————————————————— CGAACTGCTGCT
GTACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGCT
GTACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGCT

*kkhkkhkkkhkhkkkhkk*k

GGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAACC
GGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAACC
GGTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAACC

KK A AR AR KA R A AR A AR A AR A AR A AR A AR A AR AR A A A A A kA A kA A kA A kA A kA Ak Ak Ak Kk,

GCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGA
GCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGA
GCTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGA

R b e I I b I b S b S S S db i S b I S b I S b I Ib S S e S b S SR e S S S S Sb I S b b S b S db b S Sb S Ib b Y

GGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGCCC
GGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGLCCC
GGCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGCCC

R S R I I b S b S S S S e S SR Sb b S b I S b S Sb b I S b S S b S Sb S S S SE S b S S Ib S Sb db b db b b db db S
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PAl4

PAl4

GATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCCCCGGTGGCGCGCTACGA
GATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCCCCGGTGGCGCGCTACGA
GATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCCCCGGTGGCGCGCTACGA

khkkhkkhkkhkkhkkhkhkhkhkhkhkhkhkhkhhhhkhhkhhhhhhkhhhhhhhhhhkhhkhkhkhhhhhhhkhhkhhkhkhhkkkkx*x

AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGCGA
AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGCGA

AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGAGCTGTGGGCCTGCGA
Kok kK ok kK ok kK ok kK ok ok ok ok ok ok ok ok ko k ko k ko ok ok ok ok ok ok ok ok ok ok ok ko k ko k kK ok ok ok ok ok ok ok ok ok ok k k

GCTTGACCACTCGCCGCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAGTA
GCTTGACCACTCGCCGCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAGTA
GCTTGACCACTCGCCGCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAGTA

KAAKAA I AR I AR I AR A AR A A I A A I A A A d A h b Ak bk Ak bk hA kb hk kb hA Ak hk kA hk kA kA khk

CGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCGAT
CGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCGAT
CGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCGAT

KA A KA AR A AR A AR A R A IR A A I A AR A A I A AT AR I AR I AR AR A A A A A A A A A A A, XK

CTTCACCGTGCTGACCTCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGTGAT
CTTCACCGTGCTGACCTCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGTGAT
CTTCACCGTGCTGACCTCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGTGAT

KA A KA AR A AR A AR A R A IR A A I A AR A A I A AT AR I AR I AR AR A A A A A A A A A A A, XK

CTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGCTCCACCGCAA
CTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGTTCCACCGCAA

CCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGCGGCTT
CCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGCGGCTT

CGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGAAAG
CGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGAAAG

CTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGCCTT
CTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGCCTT

CATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGCCGGLCCT
CATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGCCGGLCCT

GCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACGGAG
GCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACGGAG
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ATAACCCCATGAACCAGCCAACCCCCACTGAG 884
ATAR———mm e e 1299
-------------------------------- 963

TGCCCCACTCCCCGGAGGCCTCAGATGAACCTCGACTCCACTGCCCTCGCCTATCAATCG
———————————————————————— ATGAACCTCGACTCCACTGCCCTCGCCTATCAATCG

GGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGAAC
GGCTTCGGCAACGAATTCAGCAGCGAAGCGCTCCCCGGCGCCCTGCCGGTCGGCCAGAAC

TCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCACC
TCCCCGCAGAAAGCGCCCTACGGCCTGTACGCCGAACTGCTCTCCGGCACCGCCTTCACC

ATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGCAT
ATGGCTCGCAGCGAGGCCCGGCGCACCTGGCTATACCGCATCACGCCGTCGGCCAAGCAT

CCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCCCC
CCGCCGTTCCGCCGCCTGGAACGACAGATCGCCGGTGCCGAACTGGATGCGCCGACCCCC

AACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGACGGC
AACCGCCTGCGCTGGGACCCGCTGGCACTGCCCGAGCAGCCCACCGACTTCCTCGACGGC

CTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACCAG
CTGCTGCGCATGGCCGCCAACGCGCCCGGCGACAAGCCCGCCGGCGTGAGCATCTACCAG
————————————————————————————————————————————————— GCATTTACCAG

*kkhkkk KkhkkkkKk

TACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGCTG
TACCTGGCCAACCGCTCGATGGAGCGTTGCTTCTACGACGCCGACGGCGAACTGCTGCTG
TACCTGGCCAACCGCTCGATGGAGCGT-TGTTCTACGACGCCGACGGCGAACTGCTGCTG

R I I b I I b S db b S S b S db b S S S 2 b S 4 KAk kA Ak Ak hkhkkhkhkkhkkhkhkkhkhhkkhkrk ki hhkkhhkk%

GTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAALCCG
GTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAALCCG
GTCCCGCAGTTGGGCCGCCTGCGCCTGTGCACCGAACTCGGCGCGCTGCAGGTCGAACCG

R b e I I b I b S b S S S db i S b I S b I S b I Ib S S e S b S SR e S S S S Sb I S b b S b S db b S Sb S Ib b Y

CTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGAG
CTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGAG
CTGGAGATCGCGGTGATCCCGCGCGGGATGAAGTTCCGCGTCGAGCTGCTCGACGGCGAG

R R I I b I b S b e S S e S b Sb b I S 2 b S b S S b S S S S b ISP S b S Sb S b S S Ib I S db b 2b e S 2 S

GCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGCCCG
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PAl4

PAl4

GCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGCCCG
GCACGCGGCTATATCGCCGAGAACCACGGCGCGCCGCTGCGCCTGCCCGACCTCGGCCCG

ER I R R S S b S b b S S I S S e S b e Sb b b db b b S b S SE b S S b S b b S SE S S S Sb S Sh b S Sb b b Sb b b 2b b S Sb b S

ATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCCCCCGGTGGCGCGCTACGA
ATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCC-CCGGTGGCGCGCTACGA

ATCGGCAGCAATGGCCTGGCCAATCCGCGCGACTTCCTGGCC-CCGGTGGCGCGCTACGA
Jokkkok ok ok ok ok ok ok ok ok k ok k ok ok ok ok k ok ok ok ok ok ok kk ok k ok ok k ok ok k ok ok ok ko k ok ok ok ok ok ok ok ok ok ok ok ok ok ok

AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGGAGCTGTGGGCCTGCG
AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGA-GCTGTGGGCCTGCG
AGACAGCCGCCAGCCGCTGCAACTGGTGCAGAAATACCTCGGCGA-GCTGTGGGCCTGCG

KAAKRAA KA A I AR A AR I AR A A I A A I A A A AR A AR A AT A AL A KA K kAR Ik AKX KA KAk A Kk kK

AGCTTGACCACTCGCCGCTTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAG
AGCTTGACCACTCGCC-GCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAG
AGCTTGACCACTCGCC-GCTGGACGTGGTCGCCTGGCACGGCAACAACGTGCCCTACAAG

KA AR A A I AR I AKX kA kK KAAKRAA KA XA AR I AR I A I A A I A A I A A I A AR A AR A AR AR KA K

TACGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCG
TACGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCG
TACGACCTGCGCCGCTTCAACACCATCGGCACGGTCAGCTTCGACCACCCGGACCCGTCG

KA A KA AR A AR A AR A R A IR A A I A AR A A I A AT AR I AR I AR AR A A A A A A A A A A A, XK

ATCTTCACCGTGCTGACC === === === == —m == oo oo
ATCTTCACCGTGCTGACCTCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGTG
ATCTTCACCGTGCTGACCTCCCCCACCAGCGTCCATGGCCTGGCCAACATCGACTTCGTG

kA kA kA kA kA khk*k

ATCTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGTTCCACCGC
ATCTTCCCGCCGCGCTGGATGGTGGCCGAGAACACCTTCCGTCCGCCATGGCTCCACCGC

AACCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGLCGGL
AACCTGATGAACGAGTTCATGGGCCTGATCCAGGGCGCCTATGACGCCAAGGCCGGLCGGL

TTCGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGAA
TTCGTGCCTGGCGGCGCCTCGCTGCACAGTTGCATGAGCGCCCACGGCCCGGACGCGGAA

AGCTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGLC
AGCTGCGACAAGGCCATCGCCGCCGACCTCAAGCCGCACAGGATCGACCAGACCATGGLCC

TTCATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGCCGGCC
TTCATGTTCGAGACCAGCCAGGTCCTCCGGCCGAGCCGTGCCGCCCTCGAGACGCCGGCC

CTGCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACGG
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CTGCAGAATGACTACGATGCCTGCTGGGCGTCGCTCGTATCCACCTTCAACCCGCAACGG 907

AGATAA—————— === ———— 1299
AGATAACCCCATGAACCAGCCAACCCCCACTCGTG 942



